Introduction
A method often used for protein identification consists of tryptic digestion of a protein-mixture, followed by LC-MS analysis of the resulting digest. For this goal, highly effective separation methods are needed. Peak capacity is the primary parameter for evaluation of efficiency in gradient chromatography.The peak capacity can be increased by using longer columns. A bovine serum albumin (BSA) tryptic digest was separated using two capillary monolithic silica columns of 150 and 750 mm length, with various gradient times, in order to show the effect of column length on separation and protein identification (by Mascot database searching). 750 mm column: 
Conclusions
Longer columns improve peptide separation, illustrated by an increase in peak capacity by a factor roughly proportional to the square root of the column length ratio (PC ratio is 2.01 for the 9/45 min gradient pair and 2.73 for the 45/225 min pair). The use of long columns also leads to an increase in protein sequence coverage with database searching. The use of longer columns also causes longer run-times, therefore these columns are most suited for analysis of complex peptide mixtures, where shorter columns provide insufficient resolution. Intens. 
